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Simple Workflow for Scalable Fragmentation and Multiplexing
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Megaruptor shearing

3 hours saved per

24 samples & bead clean up

End-repair + A-tail
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Post-Capture PCR Post-Capture PCR
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PacBio™ Sequencing PacBio™ Sequencing
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96 LongPlex x 4 SMRTbell =
384 unique samples run using a
single Revio Flow Cell
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LongPlex™ Long Fragment Multiplexing Kit 96 ubl 301315
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